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« each dataset tells a different part of the story

« when combined are more than the sum of their
parts

e mash them up

openflydata.org



openflydata.org/search/gene-expression

Explore Gene Expression Data in Drosophila

gene name: Go

E.g. schuy, CG17736 or FBgn0036925 (case doesn't matter)

genefinder

gene expression levels in situ hybridisation in testes

in situ hybridisation in embryos

powered by FlyUl and OpenFlyData

developer options: show logger hide logger




openflydata.org/search/gene-expression

Explore Gene Expression Data in Drosophila

gene name: schuy | Go

E.g. schuy, CG17736 or FBEgnD036925 (case doesn't matter)

genefinder

found 1 matching gene fram www flvbase .org for query 'schuy'...

symbol full name annotation |D flybase D user selection
schuy schumacher-levy CG17736 FBgn0036925 selected

selected gene: schuy (FlyBase report: FEgn0036925)

gene expression levels in situ hybridisation

in testes

found 1 matching probe from www flyatlas.org for gene schuy...

probe

1626032 at

tissue
whole
brain
head
crop
midgut
hindgut
tubule
ovary
testis
acc

| tubule

. , CG17736/schuy)...
mRMNA signal  present call enrichment affy call

found 11 matching images from www fly-ted.org for gene schuy (Fly-TED reports: schuy,
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CG17736/schuy in topi

CG17736(schuy in wt

81.9+ 7.9 4 of 4 - -
1.2 + 0.6 Oof 4 0 Down
0.4+0 Oof 4 0 Down ; @
0.8 £ 0.2 Oof 4 0 Down
0.6 £0 Oof 4 0] Down schuy in wt
0.6 £ 0.1 Oof 4 0 Down CG17736/schuy in wt
1.5 £ 0.7 Oof 4 0 Down
0.5 x0.2 Oof 4 0 Down
1140.4 + 36.8 4dof 4 13.9 Up
0901 Oof 4 0 Down
0.6 £0.2 Oof 4 0 Down




stageS-10

« no staining

stagell-12

« No staining

stagel3-16

e gonad

powered by FlyUl and OpenFlyData

developer options: show logger hide logger




openflydata.org/search/gene-batch-expression

Search Gene Expression Data by Gene Batch

gene names separated by spaces:

CG30366 CG8489 CG17645

Go

E.g. schuy CG7570 FEgn0037462 CG15178 CG30362 CG30363 CG30364 spacewatch CG34218 CG30366 CGB489 CGLT645 (case dossn't matter)
batch genefinder
gene expression levels by tissue
in situ hybridisation in embryos

powered by Flhvlll and QpenFlvData

developer options: show logger hide logger



openflydata.org/search/gene-batch-expression

batch genefinder
found 12 0K, 0 ambiguous, 0 not found from flvbase org (FB2009_02) ...

found: schuy (FEgn0036925); CG7570 (FBgn0036924); FBgn0037462 (FBgn0037462); CG15178 (FBgn0037460); CG30362 (FBgn0050362); CG30363 (FBgn0050363); CG30364 (EBgn0050364);
spacewatch (FBgn0050365); CG34218 (FBgn0250827); CG30366 (FEgn0050366); CG8489 (FBgn0038225); CG17645 (FBgn0011270);

gene exprassion levels by tissue

found 11 matching probes from flvatlas. org (data obtained on 2008-09-16) ...

gene probe whole brain head crap midgut hindgut tubule ovary testis ace I_tubule |_fathady ta_ganglion carcass sgland
schuy 1626032 at 81.9+7.9 68.5+43.9
CG7570 1632090 at 48.1+3.1 40+ 17.6
FBgnO037462 1635923 at 37.7x3.7 30518
CG15178 1640792 at 198.6+25.7 287.3+£158.9
CG30362 1630485 at 187.8+10.8 167+ 76.6
CG30363 la26604 at 18.3+2 19.8+10.8 16.3x£5.6
CG30364 1641544 at 15.6+1.4 17.1£5.7 6.5+3.3
spacewatch 1637744 at 3.4+1.7 1.4+0.5 25+1.3 1.5+0.8 1.7+1 1.8+0.9 7.8+15 1.1+0.4 26+1.1 T.2+1.1 25+0.9 1.7+0.7 3+0.8
CG30366 1633966 at 105.3+6.8 90.5+485
CG8489 1623783 at 78.619.2 94+ 17.5
CG17645 1636536 at 48.3+3.7 406+11

Walues shown are mean mRMA signal plus er minus standard error on the mean; cell background colour indicates results of T-test comparison with whole fly, green is up, red is down, white is no change. See also Chintapall, . R., Wang, ]. and Dow, |. A T.
{2007). Using FlyAtlas to idertify better Drosophila models of human disease. Mature Genetics 39 715-720.

in situ hybridisation in embryos

found 28 images from fruitfly org (data retrieved on 2008-10-30) ...

gene stagel-3 staged-6 stage7-8 stage9-10 stagell-12 stagel3-16
schuy
no staining; no staining; no staining; gonad;
no staining;
CGT570

FBgn0037462
CG15178

CG30362

no staining; no staining; no staining; nao staining; 1 -




openflydata.org/search/by-expression-profile

Search Gene Expression Data by Tissue Expression Profile

select tissue expression profile:

brain head crop rmidgut hindgut tubule owvary testis ace | tubule

down | down |+ down |+ down | down |+ down |+ down | down |+ down |+ down |

Go

probe finder

gene finder

gene expression levels

powered by FlyUl and OpenFlyData

developer options: show logger hide logger

| fatbody ta ganglion carcass sgland
down |+ down |+ down |~ down | *
in situ hybridisation in embryos
in situ hybridisation in testes



openflydata.org/search/by-expression-profile

probe finder

found 14 results (13 probes, 13 genes) from flyatlas.org (data obtained on 2008-09-16) ...
matching probes: 1623089_at 1623852_at 1624212 at 1625829 _a_at 1625869_at 1626334 at 1629365_at 1630529 at 1632751 at 1635965_at 1636963 _at 1637812 at 1638861 _at

At most 200 results are shown.

gene finder

found 11 matching genes from flybase.org (FB2009_02) for query: 'FBgn0004173, FBgn0038395, FBgn0039074, FBgn0002862, FBgn0036072, FBgn0050324, FBgn0031247, FBgn0034161,
FBgn0037431, FBgn0030050, FBgn0084862, FBgn0050430, FBgn0052457"...

symbol full name annotation ID flybase 1D user selection
CG1l0407 CG10407 CG10407 FBgn0O038385 [select this gena]
CGl1562 CG1l1562 CGl1562 FBgnO031247 [select this gene]
CG12111 CG12111 CG12111 FBgnOO030030 [select this gene]
CG17917 CG17917 CG17917 FBgnO037431 [select this gene]
CG30324 CG30324 CG30324 FBgnO0z0324 [select this gene]
CG30430 CG30430 CG30430 FEBgnOO0Z0430 [select this gene]
CG32457 CG32457 CG32457 FBgnO052457 [select this gene]
CGE628 CGE628 CGE628 FBgnO036072 [select this gene]
CGE784 CGe784 CG6784 f CGA784-RA [ CGE7B4-PA [ CGEVB4-RE [ CG6T78B4-FPB FEQnOO39074 [select this gene]
Mst84Db Male-specific RNA 84Db CG17934 FBgn0004173 selected
MstB7F Male-specific RMNA 87F CG17956 FBgnD002862 [select this gene]

selected gene: Mst84Db (FlyBase report: FEgn0004173)

gene expression levels in situ hybridisation in embryos
found 1 matching probe from flyatlas.org for gene Mst84Db... found 2 matching images from www fruitfly.org for gene Mst84Db (BDGP report: CG17934)...
probe tissue mANA signal present call enrichment affy call stage and expressions images
1623089 at whaole 808 = 26.4 4 of 4 - - stagel-3 - -~ ;' -u; i \"
brain 41+ 0.7 0of4a 0 Down » no staining ":': ﬁ\‘: P p t# f‘( ‘ i — ‘
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client-side

e pure JavaScript apps
* FlyUl library of JavaScript widgets

- flyui.googlecode.com

- built on YUI, jQuery

- (re-)composable into apps

- MVC-inside

— test-first

- fetch data asynchronously over HTTP...



server-side

» the REST/JSON APl is... SPARQL!

- very shiny data query API

- off-the-shelf components (Jena TDB)

- no server-side coding

- (well, almost... sparglite.googlecode.com)



thanks!
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