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● each dataset tells a different part of the story
● when combined are more than the sum of their 

parts
● mash them up

openflydata.org



   

openflydata.org/search/gene­expression



   

openflydata.org/search/gene­expression



   



   

openflydata.org/search/gene­batch­expression



   

openflydata.org/search/gene­batch­expression



   

openflydata.org/search/by­expression­profile



   

openflydata.org/search/by­expression­profile



   

client­side

● pure JavaScript apps
● FlyUI library of JavaScript widgets

– flyui.googlecode.com
– built on YUI, jQuery
– (re­)composable into apps
– MVC­inside
– test­first
– fetch data asynchronously over HTTP...



   

server­side

● the REST/JSON API is... SPARQL!
– very shiny data query API
– off­the­shelf components (Jena TDB)
– no server­side coding 
– (well, almost... sparqlite.googlecode.com)



   

thanks!
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